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LncRNA Overview LncPro�ler qPCR Arrays Screen Cancer Phenotypes
Long non-coding RNAs (LncRNAs) are emerging as master 
regulators of embryonic pluripotency, di�erentiation, 
patterning of the body axis and promoting developmental 
transitions. LncRNAs are larger than 200 nucleotides in 
length and are pervasively expressed across the genome. 
LncRNAs function as molecular sca�olds regulating histone 
modi�cations and in�uence the epigenetic programs of the 
transcriptome. Dysregulated expression of lncRNAs has 
been shown to be associated with a broad range of defects 
in development and diseases. Studying the expression 
patterns of lncRNAs will be a crucial method to 
understanding the roles they play in many model systems.

To date, lncRNAs have been found to exhibit a wide range 
of functions ranging from signaling, serving as molecular 
decoys, guiding ribonulceoprotein complexes to speci�c 
chromatin sites and also participating as sca�olds in the 
formation of complexes. 

Comparison of lncRNA expression in Human normal 
Fibroblasts and Fibrosarcoma cells.

Total RNA was isolated from approximately 2x10^6 cells 
using standard Trizol/Ethanol precipitation methods. Two 
micrograms of the RNA samples were used as input into the 
lncRNA cDNA synthesis kit. The entire cDNA synthesized 
was then pro�led across the 90 lncRNAs and 5 reference 
controls on the Human LncPro�ler qPCR array. LncRNAs 
known to be upregulated in cancer, such as Neat1, Anril, 
Hotair and Malat1 were all detected at highly elevated 
levels in the �brosarcoma cells (HT1080) when compared to 
the normal �broblast cells (HFF). The data are plotted as 
normalized expression levels. Selected data are shown in 
the bar graph.

SBI's LncPro�lers comes as complete cDNA synthesis kits 
combined with a 96-well based qPCR assay set for either 
Human or Mouse lncRNAs. The qPCR assays have been 
validated across numerous cell types for robust and speci�c 
performance. Some lncRNAs have endogenouse polyA tails, 
while other lncRNAs do not. To enhance qPCR assay 
performance, the cDNA synthesis kit includes reagents to 
polyadenylate all lncRNAs before cDNA conversion using 
the tagged oligo dT adaptor and random primers. This 
combined RNA tailing and oligo dT plus random primers 
boosts cDNA yield signi�cantly and enables strand-speci�c 
lncRNA qPCR pro�ling. 

COMING SOON !
With the emergence of RNA as one of the master 
regulators of cellular functions, it has become important to 
have tools that can track RNAs directly and understand 
their functions. Spinach is an RNA mimic of GFP developed 
by Dr. Jeremy Paige at the Weill Cornell Medical College. 
SBI will be releasing new vectors for tagging RNAs with 
Spinach and show applications of tagging LncRNAs.

www.systembio.com/LncRNA

Graphic above adapted from: Wang, KC and Chang HY, Mol Cell. 2011 Sep 16;43(6):904-14.
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RNA mimics of green �uorescent protein. Paige JS, Wu KY, Ja�rey SR. Science. 2011 Jul 29;333(6042):642-6

5S rRNA tagged with Spinach
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